Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.116; data-to-parameter ratio = 21.6.
In the title compound, C 9 H 11 NOS, the phenyl ring and formamide unit make a dihedral angle of 23.93 (14) , whereas the (methylsulfanyl)methyl group is oriented at a dihedral angle of 61.31 (8) with respect to the phenyl ring. There are intermolecular N-HÁ Á ÁO hydrogen bonds, forming C(4) chains along the [010] direction. These polymeric chains are linked by C-HÁ Á ÁO hydrogen bonds to form polymeric sheets in the (110) plane.
Related literature
For crystal structures containing the 1-(methylsulfanyl)-methanamine grouping, see: Siddiqui et al. (2008); Noroozi Pesyan et al. (2009) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). The title compound (Fig. 1) was prepared in an attempt to synthesize a different compound from benzamide and phthalic anhydride in dimethyl sulphoxide.
The crystal structures of 2-((methylsulfanyl)methyl)-1,2-benzisothiazol-3(2H)-one 1,1-dioxide (Siddiqui et al., 2008) and 5-(2,6-dimethoxyphenoxy)-2-methylsulfanylmethyl-2H-tetrazole (Noroozi Pesyan et al., 2009) There are intermolecular N-H···O hydrogen bonds (Table 1, Fig. 2 ), forming C(4) chains (Bernstein et al., 1995) 
The title compound was prepared by adding a solution of benzamide (0.1 g, 0.078 mmol) in 3 ml of dimethyl sulphoxide (DMSO) to a solution of phthalic anhydride (0.1 g, 0.078 mmol) in DMSO (3 ml). The reaction mixture was heated to 353 K for 6 h. The organic and aqueous layers were separated and the latter was extracted with chloroform (3×15 ml).
The organic layer was concentrated in vacuo and the residue was purified by chromatography (silica gel, EtOAc/hexane= 1:4). The title compound was obtained as a colorless crystalline solid. Yield = 0.14 g, 70%, m.p = 365 K. Crystallization from a saturated chloroform solution at ambient temperature gave colourless prisms.
Refinement
The H-atoms were positioned geometrically (N-H = 0.86 Å, C-H = 0.93-0.97 Å) and refined as riding with U iso (H) = xU eq (C, N), where x = 1.5 for methyl groups and x = 1.2 for all other H-atoms.
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 
N-[(methylsulfanyl)methyl]benzamide
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

